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1999-2002 MockBa MBX PAH Hay4YHbIA COTPYAHMK

Pabota B UBX

2002—HacrT.Bp. CTapwmii HayYHbIN COTPYOHUK

HaBblku

MeToap! reTepo;uJ,epHon ﬂMP-CI’IeKTpOCKOI’IMVI BbICOKOIo paspeLllieHna 1 MONeKkynAapHoro MmoaennpoBaHuna angd
nccnenoBaHna CTPYKTYpPbl U AMHAMUKU HU3KOMOIEKYAPHbIX COeaNHEHUI N BUONOTNYECKMX MakKpoMOIieKys.

BnaageHue sA3bikamMu

PYCCKNI, aHTTIMNCKNIA, HEMELKNIA

Hay4Hble MHTepechbl

Hay4yHble MHTepechbl OTHOCATCS K 06nacTy CTPYKTYPHO-AMHAMUYECKUX UCCIEL0BaHNIA BENKOB N X KOMMIEKCOB C
6uomonekynamu (nunugamu, AHK, PHK 1 1.4.) MmeTogamu reteposigepHont AMP-cnekTpockonum BbICOKOro
paspeLleHusM B MHTErpauumn ¢ pyrmmmn MeTogamMmu CTpyKTypHor 6uonorum n 6uoduankn. PaspaboTka HOBbIX
meToauk AMP-cnekTpockonun Ans n3yyYeHusi NOABUXKHbIX OEKOBbLIX KOMMIEKCOB.

OcHoBHbIe paboTbl MOCBALLEHbI UCCNEAOBAHUSIM MOSEKYSIPHBIX MEXAHU3MOB BUONOTMYECKON aKTUBHOCTMU
MeMbBpaHHbIX 1 MeMBpPaHOaKTMBHbIX BEMKOB B HOpME 1 NpuY NaToreHese pas3nunyHbIx 3abonesaHuin Yenoseka (B
TOM 4nCIe, OHKOMNOMMYECKMX U HEMpOA4ereHepaTuBHbIX). B nocnegHne rogbl OCHOBHbIE NCCIEN0BaHUSA
HanpaeneHbl Ha yCTaHoBNEHMEe BModn3nYecknx NPUHLMINOB NPOBEAEHNUSI CUTHANa peuenTopamm Yepes MemobpaHy
KNeTKK, a Takke PyHKUMOHNPOBaHNS MeMOpaHHbLIX BGEKOB B MakpoMOeKynspHbIX komnnekcax. Ocoboe
BHMMaHUe yaenseTcsi U3y4eHuto ansiocTepuyeckmx KOHPOPMaLMOHHbIX NepecTpoek, 6enok-6enkoBbix n 6enok-
NUNUOHBIX B3aUMOAENCTBUIN KOMMOHEHT UUTOXpoM P450-3aBrCHMbIX CUCTEM, peLenTOpHbIX TUPO3nHKuHa3 (PTK)
n PTK-nogo6GHbIx peuenTtopoB, 6enka-npelecTBeHHUKa B-amunonaa (MyTauum B KOTOPbIX CBA3aHbI C
OHKOreHe3oM 1 GonesHbio AnbLrenmepa) onsa pa3paboTkn NepPCneKTUBHBLIX NTIEKaPCTBEHHbIX COeANHEHUI. B TO xe
Bpemsl, YacTb paboT HanpaBneHa Ha UCCrneaoBaHNs CTPYKTYPHO-OUHAMUYECKMX CBOMCTB PACTBOPUMbIX GENKOB 1
NX KOMMMEKCOB, B TOM Yncrie pboCoMHbIX 6EKOB, LMTOKUHOB, LIMTOXPOMOB, TMCTOHONOA0OHbLIX HU-6enkoB 13
naToreHHbIX GakTepuii, NeNTUAHbIX 1 6EMKOBLIX TOKCMHOB U3 PACTEHUIN U XNBOTHbIX.

Peanunzauus Hay4HbIX npOGKTOB B Ka4yecTBe PyKOBOJJMTeJ'IFII
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e 2001 r., PO®WN 01-04-48651-a n 01-04-06130-mac no Teme «[lpocTpaHCTBEHHAs CTPYKTypa WU AMHaMUKa
pnbocomHoro 6enka L7/L12 n3 Escherichia coli B pactBopey;

e 2001-2002 r.r., PO®W 01-04-06130-mac n 02-04-06650-mac «WccnegoBaHme ¢emMTO- MUKPOCEKYHOHOM
BHYTPVMOIEKYNAPHOWN AMHaMUKN BerKoB C NCMONb30BaHMEM HOBbIX METOA0B reTeposifepHOM CNeKTPOCKOMUN
AMP»;

e 2003 r., POON 03-04-06408-mac «WccnepoBaHve B3aMMOCBSA3WM  MPOCTPAHCTBEHHOW  CTPYKTYpbl U
BHYTPVMOIEKYNAPHOWN NOABUXHOCTN BMONOrMYECcKM akTUBHbBIX NOMMNENTUAOB C UX (PYHKLMENY;

e 2003-2005 r.r., P®dUN 03-04-49011-a «Y4eT KOH(OPMALMOHHON MOABMXKHOCTM MNpU  OMUCaHWUU
3MeKTPOCTaTNYECKNX B3aMMOAeNCTBMI B 6enkax ¢ NOMOLLI0 HOBbIX METOAOB reTeposiAePHON CNEKTPOCKONUA
AMP 1 MonekynapHOW AUHAMUKAY;

e 2006-2008 r.r., POOUN 06-04-49740-a «CTpyKTypHO-AMHAMUYECKME WCCNEAOBaHNS TpaHCMeMOpaHHbIX
[OOMEHOB pPeLEenTOPHbIX NPOTEUHKMHA3 COBPEMEHHbIMU MeTodaMu reTeposaepHon cnektpockonum AMP n
MOIEKyNAPHON AUHAMUKNY;

e 2009-2011 r.r., P®OU  09-04-00551-a  «CTPYKTYypHO-OMHAMUYECKUA  aHanmu3  cneuunduryeckmx
B3aMMOAEeNCTBUIN TPaHCMeMOpPaHHbIX JOMEHOB PeLenTOPHbIX TMPO3NHKMHA3 B HOPME 1 NaTonormmny;

e 2012-2014 r.r.,, POOUN 12-04-01816-a «CTpyKTypHble, KMHETUYECKMEe W TepMOoAMHaMWUYEeCKue acnekTbl
cneununyecknx B3aMMOOENCTBUN TPaHCMEMOPAaHHbIX AOMEHOB PpeuenToOpHbIX TUPO3UHKMHA3 B HOpMe U
naTonorumy;

e 2015-2017 r.r., PO®UN 15-04-07983-a «YcTaHOBNEHME MOMEKYNSPHbIX MEeXaHW3MOB BWSHWSA NaTOreHHbIX
MyTauuin B TpaHCMeMBpaHHbIX JOMEHaxX Ha aKTUBHOCTb PELeNTOPHbIX TUPO3UHKMHA3Y;

e 2018-2020 r.r., P®®UN 18-04-01289-a «CTpyKTypHble acnekTbl BO3OENCTBMS OHKOr€HHbIX MyTauun B
TpaHCMeMOpaHHbIX [OMeHax peLenToOpHbIX TUMPO3WMHKMHA3 Ha MpoBedeHue curHana depe3 MembpaHy
KNeTKn»;

e 2020-2022 r.r., PO®WN 20-54-00041-ben-a «AHann3 B3aMmoaencTBus MembpaH-CBsiI3aHHbLIX KOMMOHEHTOB
untoxpom P450-3aBUCUMBIX CUCTEM YeroBeka C MCMOfb30BaHWMEM METOAO0B WMHTErpaTtMBHOW CTPYKTYPHOW
ovonorum»;

e 2020-2022 r.r., PH® 20-64-46027 «CTpyKTypHO-AMHaMNUYeCKne uccrnenoBaHns BHyTPU- U MEXMONEKYNAPHbIX
B3aVMOLENCTBUA aMUITONOOreHHbIX NenTUaoB M MX NPeALleCTBEHHVKOB AMS YCTAHOBMEHUS MOSEKYNSPHbIX
MexaHVM3MOB naTtoreHesa v pa3paboTkn TapreTHbIX METOA0B Tepanuun HelipofereHepaTnBHbIX 3a00neBaHNny;

e 2023-2025 r.r., PH® 23-44-10021 (MexayHapoaHbIi, coBMecTHO ¢ BP®®U) «KoHdopmaLlmoHHas guHamuka
B 00OpasoBaHuM U (PYHKLUMOHUPOBAHUM OBUOMAaKPOMOIEKYNAPHbLIX KOMMIIEKCOB ANA OMOMEOULUHCKMX 1
dapmaueBTMHeCKX pa3paboTok».
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